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Genetic D iver sity of N ouelia insingis
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(1 Kumming Institute of Botany, Chinese A cademy of Sciences, Kurming 650204, Ching;
2 Faculty of Horticulture and L andscape, Y A U, Kurming 650201, China)

Absdtract: In this study, genetic diversity of N ouelia insigniswas detected using ISR 13 primerswas
slected from 100 randam ISR primers Based on the resultsof this experiment, itwas ecological fac-
tors but not lov genetic diversity that led o the endangered status of this gpecies The reaults of this
study supplied valuable infomation for the conservation of N ouelia insignis
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Fig. 3 Endrogram of population of Nouelia insingis
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! ! Tah 1 Populations of N ouelia insignis
exanined in the ISR analysis

code population sample size latitude (N) longitude (E)

LS Liangshan 17 25°46' 101°50'
DY Dayao 17 25°51' 101°06'
B 1 31¥UBC # 8073} TR BB 1 H A = FH PZH  Panzhihua 17 26°24" 101°46'
I w«_ 1 Electrophoresis of PCR pr'udmj HP Husping 17 26°35' 101°21'
of Population Ninglang via UBC # 80
YS Yongsheng 17 26°34' 100°48'
HTX Hutisoxia 17 27°19' 100°08'
NL  Ninglang 17 27°21' 100°51'
BC Bingchuan 17 25°50' 100°36'
MY Miyi 17 26°54' 102°13'
DC Dechang 17 27°38' 102°17'
JC  Jiangchuan 16 24°21' 102°43'
B2 SIH¥UBC # 8273 &)l # @I 18 H AR F ML Mile 17 24°41' 103°40'
Fig. 2 Electrophoresis of PCR product HN  Huaning 17 24°17' 102°51'

of Population Bingchuan via UBC#82

2
Tah 2 Listof ISR primers andtheir sequences used in this study
primer code nucleotide sequence 5' o 3' Na of analyzed bands Na of polynmomphic bands
807 AGAGACACAGAGAGT 11 7
811 ARARARRACRGRGC 9 7
822 TCTCTCTCTCTCTCTCA 6 3
827 ACACACACACACACACG 13 10
840 GAGARRAGCAGAGARA(CT) T 11 8
855 ACACACACACACACAC(CT) T 9 7
856 ACACACACACACACAC(CTA 10 6
857 ACACACACACACACAC(CT) G 9 6
881 GGGTGGGGTGGEA A 10 8
889 (AGT) (CGT) (AGT)ACACACACACACAC 7 3
890 (ACG) (ACT) (ACG) GTGTGTGTGTGGT 8 2
otal 103 67
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Tah 3 Nei' ¢! paiwise genetic identity (above diagonal) and
genetic distance (below diagonal) betveen Nouelia insignis populations
pop D WM DY PZH HP YS HTX NL BC MY DC Jc ML HN
WM xxxx (00524 (09458 09437 09356 09246 09357 09367 09514 09303 09327 09245 Q9125
DY 00488 * * * * (09540 09458 09363 09402 09519 09524 09554 09418 09415 09443 09233
PZH 00557 00471 * *** 09703 09608 09592 09487 09467 09586 09482 09467 09200 09118
HP 00579 00558 00302 * *** 09624 09684 09459 09430 09469 09352 09474 09197 0 89%62
YS 00666 00658 00400 00383 * * ** 09611 09576 09358 09447 09361 0944 09013 09007
HTX 00784 00616 00417 00321 00397 **** 09444 09457 09363 09420 09287 08995 08918
NL 00665 00493 00527 00557 00433 00572 **** 09479 09563 09627 09603 09397 09428
BC 00654 00488 00548 00586 00664 00558 00535 * *** (09746 09598 0 9449 09225 09301
MY 00498 00456 00423 00546 00569 00659 00447 00257 * *** 09740 09612 09291 0 9336
DC 00723 00600 00532 00670 00661 00597 00380 00410 00264 =* *** (09398 09110 09227
JC 00697 00603 00548 00541 00573 00739 00406 00566 00395 00621 * * ** (09587 0 9531
ML 00785 00573 00834 00837 01039 01059 00622 00807 00736 00932 00422 * * * * (9483
HN 00916 00798 00924 01096 01045 01145 00589 00724 00687 00804 00480 00531 * *» » »
4 ISSR [2] N ouelia insignis Franch
Tah 4 Genetic variability within populations of [M]. . 108
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