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Abgract : Sequencesdof ITSin nfDNA isone d thewiddy used markersin angogperm sydemdics. Many early reportsof
ITS regon (ITS1, 5.8Sand ITS2) variation in flowering plantsindicated that NfDNA arrayswithin individua s are homo-
geneous. However , recent sudies have disoovered that individua s often contain potentialy ron-functionad nrDNA copies
(pseudogenes) . These findings sugged that conplete concerted evol ution should not be assumed when embarking on phylo-
genetic sudies uing NfDNA seguences.  ITS pseudogene has been detected in the genus of Quercus L. and mided the
phylogenetic recondruction, which made this genus frequently focused in the rdaed dudies. The authors take this genus
as an exanple to discussthe irfluence of the pseudogene on the phylogenetic gudy , conclude that combining application of
nolecuar evolution and classc taxoromy knowledge in plant sygematics sudy may lead to nore convincible resuits.
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