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Proceeding of Heredity, Breeding and Idioplasm Identification of Edible Fungi

CHEN Juan*?, SU Kai- mei?
(1.Kunming Institute of Botany, Chinese Academy of Sciences, Kunming Yunnan 650204;
2. Institute of Biotechnology & Genetic Research, Yunnan Academy of Agricultural Sciences, Kunming Yunnan 650223)

Abstract: With the continuous development of sciences, especially molecular biology, more and more new technologies were come
up with and applied in the breeding and germplasm identification of edible fungi. This review focuses on the genetic background,
breeding technology and germplasm identification of edible fungi; furthermore, based on the exist problems, the tendency to breeding
study of edible fungi was forecasted.
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