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DNA Barcoding for Plant.Chances always Go with Challenge

SUN Yao''*, XI Hou-cheng''?, XUE Chun-ying', LI De-zhu'

(1. key Laboratory of Biodiversity and Biogeography, Kunming Institute of Botany, Chinese Academy of Sciences,
Kunming 650204, Yunnan, China;
2. Graduate School of the Chinese Academy of Sciences, Beijing 10049, China)

Abstract: DNA barcoding is a diagnostic technique for species identification, using a short standard
region of DNA as bar code, with the aim of contributing to a wide range of ecological and
conservation studies in which traditional taxonomic identification is not practical. In particular, the
chloroplast genes rbcl. and matK have been employed as a possible DNA marker for plant species.
Here, we review the roots of DNA barcoding, plant DNA barcoding process and efficacy. In addition
we discuss that the conflict result from biodiversity conservation and economic development in China
lend the urgency to application of DNA barcoding in biodiversity conservation. DNA barcoding s. L.
has been proved usefulness in identifying Chinese herbal medicine.

Key words: biodiversity conservation; DNA barcoding; species identification
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Relationship between Traditional Knowledge and Biological
Diversity for Yao People

Zhang Jia-qi, Xue Da-yuan
( College of Life and Environmental Science, Minzu University of China, Beijing 100081, China)

Abstract : The relationship between traditional knowledge ( TK) and biodiversity is a hotspot issue in
ethnoecology. As a ethnic group in China, Yao has a relative big population. During the long
history, Yao People has created a wealth of traditional knowledge. This paper focused on analyzing
TK’ s role of Yao People in biodiversity conservation and sustainable use based on the values of
traditional cultivation system, religion, customary law and culture.

Key words: traditional knowledge; biodiversity; Yao people; China
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