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Abstract: OsRad21 - i (GeneBank accession number AY318757) was cloned from the root of Shanyou
63, the fanous hybrid rice variety (Oryza sativa sp. indica). It belongs © cohesin-like family, which
mediates rice sister chramatid cohesion during mitosis and meiosis The camplete ORF of OsRad21 - |,
containing the restriction sitesof BamH | and Sal | introduced by primers, was named Eqfr and cloned into
pGEM - T vector The recombinant clone, DH® [ pGBEM-T-Edfr], was screened and identified using
PCR The plasnidsof pGEM -T-Eqfr and pQE30 were regectively digested with BamH | and Sall at the
sme tme After the segregation of electrophoresis the linear pQE30 vector and digested Eqfrwere liga
ted by TA DNA ligae at4  ovemight The competent cell of M15 [pREP - 4] was trandomed by the
diluted ligation product The recombinant clones of M15 [ pQE30 - Eqfr, pREP - 4] were identified

All of the plasnids in these recanbinant cloneswere regectively extracted and digested with both endo-
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ARP 63

nucleasesBamH | and Sall The restriction pattemwas in agreamentwith the predicted pattern
that the target clone containing pQE30 - Egfrwasobtained

It showved
In addition, the target cloneswere cultivated

and induced © express the desired protein by IPTG The molecular mass of expressed protein was about
116 000 The expression quantity was high in the first  third hour after induction, but declined after the
third hour This revealed that the ORF of OsRad21 - i theoretically deducted at beforewas right The ex-
pressed protein and system would be beneficial 1 next step experiment

Key words hybrid indica rice; sister chramatid cohesion protein; OsRad?l - i; prokaryotic express
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