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RAPD analysisfor genetic diversity of medichal plant Coptis an eiensis

ZHANG Churping', HE Ping, HE Junxing, ZHANG Yifeng', QIAO Yuanbas', ZHANGM in*, SH | Zhangtian®, HU Shijur’
(1. School of L ife Sciences Southwest U niversity, Key Laboratory (M inistry of Education) of
Eco-envirooments of Three Gorges Reservoir Region, Chongging Key Laboratory of Plant Ecology and Resources
Research for Three Gorges Resenvoir Region, Chongqging 400715, China
2. Kuming Institute of Botany, Chiness Academy of Sciences Kurmming 650204, China)

[Abstract] Objective To discuss the genetic diversity of Coptis aneiensis M ethod: The genetic diversity of 110 individuals
fram 10 populationswas analyzed by RAFD. Reault: 14 primerswere slected © produce highly reproducible RAFD bands Among
132 amplified bands, 98 showed polymomhisn, the percentage of polymorphic bands reached o 74 24%. Nei's gene diversity index
(H) wasQ 286 3, Shannon's infomation index (1) wasQ 362 4, GgwasQ 230 5 The genetic distance coefficient and the similarity
were Q 193 1-0 524 5 and Q 501 6-Q 884 3, regpectively Conclusion: There exists a held high genetic diversity in C  aneiensis and
the majority of genetic variation occurs in the populations By cluster analysis, the geogrgphical distribution is very obvious The RAFD
marker can be used for the analysis of the genetic diversity and genetic variation of C.  aneiensis
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