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, 40 ng- 7, 88.24% Nei's
UL ', RAPD-PCR H =0. 310 3, Shannon’s | =0.563 2
13 RAPD RAPD-PCR 57.65%
67 (10 68. 88%, ,
bp) 12 68. 88% , 57.65%
7 87 , Nei's (H) 0.280 0 0.323 5,
2 ., 2 Shannon’s () 0.3012 0.6011,
2 10 3 Nei's Shannon'’s
Na Na
%3 GGGGTGACGA 340 ACTTTGGCGG , ,
s75 GACGGATCAG B2 GGGCGGTACT
S79 GTTGCCA GCC 146 CCACGGRAAG
06 CAA GGGCA GA 166 GTGGGCTGAC
37 ACCGGCTTGT 114 CCGCGTTGAG
301 CTGGGCACGA 129 GGCTCTGGGT
14 PCR RAPD-PCR 25
ML PCR , 1 x PCR buffer,

1.5mmol- L *Mdg", 200U mol- L™ " dNTP, 0.20
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M mol- L , 40 ng , 1.0 U Tag DNA
94 5min, 40
194 40 s 38 60 s 72 90
S, 72 10 min, 4
ldviev (1%) 1.5%
1.5 h, 5V- an’’ DL 2000 DNA
marker (100 2 000 bp) ,
Bio-Rad Gel Doc 2000
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7 87 RAFD )
85 , 100 2 000 bp, 1,

1 114
3
Nei's Shannon’s
1% (H) (n
NCSH 15 56 67. 06 0.308 4 0.394 6
NCHC 12 57 66. 83 0.296 6 0.574 3
QIR 12 54 63. 53 0.3113 0.583 1
QFz 12 51 60. 00 0.2912 0.352 8
QJzY 12 49 57. 65 0.280 0 0.301 2
YYHX 12 56 68. 88 0.3235 0.601 1
YYZD 12 53 67. 35 0.303 1 0.554 7
22
(HY (Hs)
(Gst)
(Ht)  0.360 8,
(Hs) 0. 302 0,
(Gst) 0.1924 19. 24%
, 80. 76%
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7 Nei's (1) 0.6720 ,
0. 967 8, (D) 0.0328 0.3975, 4 , 0.6720 2
(YYD) (QIF)  QIF2) , 0.0328
(NCHC) , 0.397 5, , , 0.9678
4 I( ) D ( )
NCH NCHC QJA] QJFz QJzy YYHX YYZD
NCH - 0.894 2 0.846 0 0.849 4 0.8333 0.852 9 0.7059
NCHC 0.111 8 - 0.863 1 0.846 7 0.856 3 0.870 1 0.6720
QJR] 0.167 3 0.147 2 - 0.967 8 0.934 1 0.9218 0.749 6
QJFZ 0.163 2 0. 166 4 0.032 8 - 0.961 1 0.924 4 0.781 6
QJzy 0.182 4 0.1551 0.068 2 0.039 7 - 0.9334 0.791 4
YYHX 0.159 1 0.139 2 0.081 4 0.078 6 0.068 9 - 0.8117
YYZD 0.348 3 0.397 5 0.288 2 0.246 4 0.2340 0. 208 6
7 2 (QJRY, , ,
QJF2) , 2 , 53, S75
(Qazy) , 3 ,
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(NCH) (NCHC) 2 , ,
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, 2
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RAPD analysisfor genetic diver sity of Fagopyrum cymosum

ZHANG Churping, HE Ping~, HU Shijur’, ZHANG Yifeng", JI Huacun', GAO Shan'
(1 School of L ife Sciences Southwest U niversity, Key Laboratory (M inistry of Education) of Eco-envirorments of
Three Gorges Reservoir Region, Chongging Key Laboratory of Plant Ecology and
Resources Research for Three Gorges Reservoir Region, Chongging 400715, Ching
2 Kurmming Institute of Botany, Chinese Acadamy of Sciences Kurming 650204, China)

[Abstract] Objective: To study the genetic diversity of Fagopyrun cymosum. M ethod: The genetic diversity of 87 individuals
fram 10 populationswas analyzed by random amplified polymomphic DNA (RAPD). Result: Twelve primerswere slected o produce
highly reproducible RAFD bands Among 85 anplified bands, seventy-five showed polymomhisn, the percentage of polymorphic bands
reached 0 88 24%. Nei's gene diversity index (H) wasQ 310 3, Shannon information index (1) wasQ 563 2, GstwasQ 1924 The
genetic smilarity coefficient and the genetic distance were Q 672 0-Q 967 8 and Q 032 8-Q 397 5, regpectively Conclusion: F cy-
mosum show's high genetic diversity and the majority of genetic variation occurs in populations By cluster analysis, the geogrgphical
distribution is very obvious The RAFD marker can be used for the analysis of the genetic diversity and genetic variation of F. cymo-
sum.

[ Key words] Fagopyrun cymosum; genetic diversity; RAFD; cluster analysis genetic variation
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