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Fig. 1 The principle of three primer method( For detailed information please see http: //signal. salk. edu/tdnaprimers. 2. html)

T - DNA
1.4 PCR DNA
T - DNA salkLBb1. 3
(5= ATTTTGCCGA TTTCGGAAC -3°) HOSI -3
LP (5 — TGGACCGCATATTTCAGG-
TAG-37) RP (5" — AAGGCACGATAATG-
GTCTTCC -3°)
. PCR 20
wL: 10 x buffer 2 wL.2.5 ANTP 1.6 wL.LP N
RP ( LB ) 0.5 plitag 0.5 pL.
DNA 1 pwL.ddH,0 13.9 pL. PCR
194 C 3 min
32 194 °C 30 s 56 C 30 s(
) 72 C 1 min; 72 C 5
min; 4 Coo.
PCR 1%
Marker . PCR
DNA
DNA ( LP RP
LB RP )
2
DNA 15 min 48
DNA 1 1 300
DNA
2.1 DNA
ND1000 DNA (1

A26O nm /AZSO nm 1 . 8( 2 O)
> . A260 nm /A23O nm
DNA
DNA
DNA 364.8 ng/puL 1040.7

ng/pL N
2.2 PCR PCR

( 2 DNA 100%
DNA PCR

20
HOS1 11 7
2
DNA
PCR
DNA DNA
PCR

3

DNA 20

DNA
PCR .
DNA
PCR



912 ( ) htp: //www. yndxxb. ynu. edu. cn 37

1 DNA
Tab. 1 The purity and concentration information of genomic DNA extracted in the study

Asgoom ! Asgonm ! / Asgonm ! Asgoom ! /

Az Apown  (pgepl™) Ass0 Apown  (pgepl™)
1 2.20 0.87 661.6 12 2.15 0.95 587.5
2 2.22 0.60 366.6 13 2.20 0.84 825.3
3 2.16 0.96 488.1 14 2.14 0.72 438.8
4 2.18 1.04 637.1 15 2.19 0.81 530.3
5 2.15 0.88 572.9 16 2.19 0.73 478.0
6 2.09 0.78 492.2 17 2.17 0.72 456.1
7 2.19 0.68 379.9 18 2.18 0.74 473.2
8 2.23 0.65 371.7 19 2.16 0.85 547.7
9 2.15 0.96 1040.7 20 2.19 0.77 442.2
10 2.21 0.68 423.3 2.14 0.73 640. 6
11 2.21 0.77 647.6 wT 2.24 0.59 364.8

M: Marker; ; WT: ;1 ~20: . LP RP LB RP
, LP RP 1000 bp LB RP 700 bp
2 PCR

Fig. 2 PCR identification of Arabidopsis mutants to be detected ( M: Marker; Postive: Postive control; WT: Wild Type; 1—20: Mu—
tants to be detected. Each amplified product of LP RP primers was added first and that of LB RP primers next; The tar—
get fragment length of LP RP primers amplification is about 1 000 bp and that of LB RP primers amplification is about

700 bp)
DNA
SSR \Tris - HC1.SDS.CTAB  NaCl
4
B DNA (D
DNA ; @

10 mg '3
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A rapid DNA extraction method for batch screening and

identification of Arabidopsis mutants
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Abstract: DNA extraction is key to the screening and identification process of Arabidopsis mutants. Based on
the characteristics of Arabidopsis mutants identification and DNA extraction a simple fast and economical DNA
extraction method was worked out and applied into the batch screening and identification of mutants through mod-
ifying the traditional SDS extraction method. By using this method DNA templates for PCR testing could be pre—
pared quickly at room temperature from about 10 mg leaves a small amount of reagent and easy operation steps of
grinding centrifugation sedimentation and drying. A single DNA sample can be obtained in only about 15 mi-
nutes and 48 DNA samples are able to be extracted in an hour by the method. In this study DNA samples of a
batch of Arabidopsis mutants to be identified were prepared by applying the method and then was detected by
three primer PCR methods. The results showed that the concerntration of DNA samples was high the success rate
of DNA amplification was up to 100% and the target bands were clear and ideal which indicates that the method
is suitable and efficient and can be widely used for mutant library constructions in the laboratory.

Key words: Arabidopsis thaliana; DNA extraction; SDS extraction method; PCR ( polymerase chain reac—

tion) ; mutant identification; three primer method



