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Genetic Information and Technologies Related to iFlora”
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Abstract: As the traditional Floras of major countries and regions are completed or about to be completed botany
is entering a post-¥lora era. Furthermore with accumulation of multi-disciplines and the rapid progress of science
and technology the next-generation Flora or iFlora becomes necessary and more and more feasible. The main goals
of this article are to: 1) provide an overview of the iFlora idea its characteristics components and applications; 2)

present the fast progress in the accumulation and direction of development of genetic information and technology for
acquiring genetic information over the last 30 years; 3) elucidate the indispensable role of genetic information and its
technology for the future of iFlora; 4) summarize the pros and cons for current methods for acquiring genetic infor—
mation and introduce improved methods; 5) propose the feasible short-term and ultimate goals of iFlora along with
the rapid accumulation of molecular data and related information technologies especially the streamlined rapid and
easily applied sequencing technologies and equipment.
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Fig. 1  Conceptual plant genetic information acquisition equipment
1. high-throughput quick and accurate acquisition system of genetic information; 2. portable high-throughput and rapid total DNA extraction
and target fragment acquisition system; 3. portable high-throughput and rapid purification system of genetic material, 4. temperature

control platform (20 °C) ; 5. voltage regulators and batteries; 6. —20 °C refrigerator; 7. 2 —8 °C refrigerator; 8. lockers
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