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Expression Analysis of Flavonoid Prenyltransferase-like Genes in Saccharomyces Cerevisia

YUAN Tian-tian et al ( College of forestry Southwest Forestry University Kunming Yunnan 650224)

Abstract  Objective The aim was to study the expression of flavonoid prenyltransferase-like genes in Saccharomyces cerevisia. Method U-
sing the Epimedium acuminatum as material the flavonoid prenyltransferaseike gene ( EaPT1) was cloned and with the construction of re—
combinant plasmid which expressed in Saccharomyces cerevisia the crude enzyme was detected by flavonoid substrate. Result An about
1 200 bp EaPT1 gene was obtained; through the SDS-PAGE detection the Saccharomyces cerevisia which had be transformed in recombinant
plasmid had as if EaPT1’ s expression product; there was no EaPT1 enzymatic activity in the crude enzyme detection. ~Conclusion It pre—
pared the ground for the analysis of secondary metabolism of Epimedium acuminatum specially the synthetic route of flavonoid organism.
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